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Atpage 109, replace this paragraph, lines 3-15, with the following: 
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The Fc portion of the molecule was generated in a PCR reaction with pFc-A3 using the primers 
1216-52 AAC ATA AGT ACC TGT AGG ATC G 

179*8-17 AGA GTA AGT ACC TCC ACC ACC ACC TCC ACC TTT ACC CGG 

AGA CAG GGA GAG GCT CTT CTG C 



which are SEQ ID NOS: 369 and 399, respectively. The oligonucleotides 1798-17 and 1798-18 contain an overlap of 
61 nucleotides, allowing the two genes to be fused together in the correct reading frame by combining the above 
PGR products in a third reaction using the outside primers, 1216-52 and 1798-19. 
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age 113, replace this paragraph, lines 22-23, with the following 



The nucleotide and amino acid sequences (SEQ lft-N05r 
shown in Figure 16. 




respectively) of the fusion protein are 



At page 114, lines 20-30 and page 115, lines 1-5, replace this paragraph with the following: 



0 



Fc-TNF-oc inhibitors . A DNA sequence coding for the Fc region of human lgG1 fused in-frame to a 
monomer of the TNF-a inhibitory peptide was constructed using standard PCR technology. The Fc and 5 glycine 
linker portion of the molecule was generated in a PCR reaction with DNA from the Fc-EMP fusion strain #3718 (see 
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Example 3) using the sense primer 1 21 6-52 and the antisense primer 2295-89 (SEQ ID NOS: 369 and 1 1 1 2 , 
respectively). The nucleotides encoding the TNF-a inhibitory peptide were provided by the PCR primer 2295-89 
shown below: 



/O 1 21 6-52 AAC ATA AGT ACC TGT AGG ATC G 

\s 2295-89 CCG CGG ATC CAT TAC GGA CGG TGA CCC AGA GAG GTG TTT TTG TAG 



TGC GGC AGG AAG TCA CCA CCA CCT CCA CCT TTA CCC 



The oligonucleotide 2295-89 overlaps the glycine linker and Fc portion of the template by 22 nucleotides, with the 
PCR resulting in the two genes being fused together in the correct reading frame. 




At page 117, lines 21-30 and page 118, lines 1-8, replace this paragraph with the following: 



Fc-IL-1 antagonist . A DNA sequence coding for the Fc region of human lgG1 fused in-frame to a monomer 
of an IL-1 antagonist peptide was constructed using standard PCR technology. The Fc and 5 glycine linker portion of 
the molecule was generated in a PCR reaction with DNA from the Fc-EMP fusion strain #3718 (see Example 3) 
using the sense primer 1216-52 and the antisense primer 2269-70 (SEQ ID NOS: 369 and 1118, respectively). The 
nucleotides encoding the IL-1 antagonist peptide were provided by the PCR primer 2269-70 shown below: 
AAC ATA AGT ACC TGT AGG ATC G 



r 



1216-52 
2269-70 



CCG CGG ATC CAT TAC AGC GGC AGA GCG TAC GGC TGC CAG TAA CCC GGG GTC CAT 
TCG AAA CCA CCA CCT CCA CCT TTA CCC 



The oligonucleotide 2269-70 overlaps the glycine linker and Fc portion of the template by 22 nucleotides, with the 
PCR resulting in the two genes being fused together in the correct reading frame. 





Atpage-121, replace this paragraph, lines 4-15, with the following: 



Fc-VEGF Antagonist . A DNA sequence coding for the Fc region of human lgG1 fused in-frame to a 
monomer of the VEGF mimetic peptide was constructed using standard PCR technology. The templates for the 
PCR reaction were the pFc-A3 plasmid and a synthetic VEGF mimetic peptide gene. The synthetic gene was 
assembled by annealing the following two oligonucleotides primer (SEQ ID NOS: 1 1 10 and 1 1 1 1 , respectively): 
2293-11 



2293-12 



GTT GAA CCG AAC TGT GAC ATC CAT GTT ATG TGG GAA TGG GAA 
TGT TTT GAA CGT CTG 

CAG ACG TTC AAA ACA TTC CCA TTC CCA CAT AAC ATG GAT GTC 
ACAGTT CGG TTC AAC 
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\t page 121, replace this paragraph, lines 17-18. with the following: 



The two oligonucleotides anneal to form the following duplex encoding an amino acid sequence shown 
below (SEQ ID NOS: 1 1 1 3 and 1 1 1 4 ): 
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age 121, replace this paragraph, lines 28-29, with the following: 



This duplex was amplified in a PCR reaction using 2293-05 and 2293-06 as the sense and antisense 
primers (SEQ ID NOS: 1122 and 1123). 



ge 121, replace this paragraph , lines 30-34, with the following: 



The Fc portion of the molecule was generated in a PCR reaction with the pFc-A3 plasmid using the primers 
2293-03 and 2293-04 as the sense and antisense primers (SEQ ID NOS: 1 120 and 1 121 , respectively). The full 
length fusion gene was obtained from a third PCR reaction using the outside primers 2293-03 and 2293-06. These 
primers are shown below: 



AtjDage 122, replace these paragraphs, lines 22 -31 , with the following: ^ 

VEGF antagonist -Fc . A DNA sequence coding for a VEGF mimetic peptide fused in-frame to the Fc region 
of human lgG1 was constructed using standard PCR technology. The templates for the PCR reaction were the pFc- 
A3 plasmid and the synthetic VEGF mimetic peptide gene described above. The synthetic duplex was amplified in a 
PCR reaction using 2293-07 and 2293-08 as the sense and antisense primers (SEQ ID NOS: 1 124 and 1 125, 
respectively). 

The Fc portion of the molecule was generated in a PCR reaction with the pFc-A3 plasmid using the primers 
2293-09 and 2293-10 as the sense and antisense primers (SEQ ID NOS. 1126 and 1127, respectively). 



27-32 and page 124, lines 1-22, with the following: 
Fc-MMP inhibitor . A DNA sequence coding for the Fc region of human lgG1 fused in-frame to a monomer 
of an MMP inhibitory peptide was constructed using standard PCR technology. The Fc and 5 glycine linker portion of 
the molecule was generated in a PCR reaction with DNA from the Fc-TNF-ot inhibitor fusion strain #4544 (see 
Example 4) using the sense primer 1 21 6-52 and the antisense primer 2308-67 (SEQ ID NOS: 369 and 1 1 1 5, 
respectively). The nucleotides encoding the MMP inhibitor peptide were provided by the PCR primer 2308-67 shown 
below: 




